HYBRID VIGOR OR VULNERABILITY? EIMERIA SPP. IN
THE EUROPEAN HOUSE MOUSE HYBRID ZONE
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'he European House Mouse Hybrid Zone (HMHZ) is a natural laboratory
to study the genetic impact of hybridization on disease resistance and
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Research question:

How does genetic diversity in the house mouse hybrid zone influence the

Predicted weight loss

METHODS

Experimental Design and Procedures:

No significant differ-
ences in predicted
weight loss between
infected hybrid mice
and their parental
species

Predicted weight loss

1. Day 0: Mice were either infected with

Eimeria falciformis, Eimeria ferrisi, or left

‘ as uninfected controls. Total mice in-
volved: 136.
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2. Day 1 - 8: Daily measures of weight
and fecal flotations to quantify parasite
load

1. Developed a random forest model capable of accurately predicting weight loss
(due to Eimeria infections)

2. Eimeria spp. negatively affects the health of wild mice

3. Predicted higher weight loss in hybrid mice, particularly in hybrid males

4. Key genes influencing weight loss during infections include CXCL9, TICAM1, IL-6,
and TNF

3. Day 8: Dissections

4. Immune gene expression RT-qPCR

Predictors: Expression of 19 immune genes relat-
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Predictions: maximum weight loss during infection




