
ScopePlot: Development of a single molecule 

fluorescent in situ hybridisation (smFISH) pipeline 

for the detection of host-pathogen interactions

Funding: • Juan F. Quintana is supported by a Sir Henry Wellcome fellowship and a Lord Kelvin Adam Smith Leadership Fellowship.

• Annette MacLeod is supported by a Wellcome Trust Senior Research Fellowship.

Rhiannon Heslop*1, Calum Bentley-Abbot*1, Matthew C. Sinton1, Praveena Chandrasegaran1, Annette MacLeod1, Juan F. Quintana1⍏

⍏Corresponding Author: juan.quintana@glasgow.ac.uk

*These authors contributed equally.
1Wellcome Centre for Integrative Parasitology (WCIP). Institute of Biodiversity, Animal Health, and Comparative Medicine. University of Glasgow, Glasgow, UK.

Context: We have previously predicted an interaction between brain-dwelling Cd79a+ B cells and Cx3cr1+ microglia, mediated by IL-10 signalling, that we validated using 

smFISH. However, a significant hurdle in this process that had to be overcome was the accurate and unbiased data processing of the outputs generated with standard 

imaging processing softwares such as QuPath.

Research Aim:  To overcome this challenge, we developed ScopePlot: a rapid, automated, and user-friendly open-source workflow for the analysis of smFISH.

Rapid data processing of cellular information with ScopePlot software (<15 mins)

RNAScope Data Acquisition (3 days)

Quantification of cells and transcriptional spots using QuPath (<2 hours)

Analysis and visualisation of subcellular transcript expression using ScopePlot and Prism (<15 mins)
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We have generated a new pipeline for the analysis of RNAscope image data and tested this pipeline on a validated dataset. The pipeline is capable of 

quantifying cellular and sub-cellular data in RNAScope images and can partition data automatically for rapid, target-focused analysis.  
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